cacgagggaacaacccccctctccscagcagagagcgtcaccccctgctttaggaccatcaagcccCgccaaccgaacc - V7*r 

tcatcctaattgcagg<?«"-*£* c ttgcaaagcttccacCcCttcecaecttgcttgtgggcaa/' '+c-£t ctgcggaatc -39$" 

tcagaaagtaaagtte ctjagaatatttcacaaagaatttccttaagagctggaccg* ^acccccggaa: -3/fc> 

ttaagaaattcttaaav -lacgtcaaatatgatccaagagaaaatgtgatttgagtctggav aattctgcacaccg -£37 

tccaataacaaaaacecataetageccacagaaaacaatatttgaataataaaaacccatactagcctatagaaaacaa -/f? 

tatctgaaagattg*ctaceaccaaaaagaaaactactacaacttgacaagactgctgcaaaccccaattggccaccaca ~ yf 

acttgacaaggttgctataaaacaagattgctacaacttctagtttatgttatacagcatatttcatttgggcttaatc. - 1 

atg gag aaa aag tgt acc ctg tac ttt ctg gtt ccc ttg cct ttt ttt atg att ctt get 60 
1MEKKCTLYF LVLLPFFMJ L V 

aca gca gaa tea gaa gag agt ecu gag gac tea act cag ttg gga gtt act aga aat aaa 120 
21 T A £ L E Z S P E D S 1 Q L G V T R N K 

ate atg aca get caa Cat gaa tgt tac caa aag att atg eaa gac ccc att caa caa gca 180 
41IMTAQY E C Y Q K IMQDP I QQA 

gaa ggc gtt tac tgc aac aga acc tgg gat gga tgg etc tgc tgg aac gat gtt gca gca 240 
61EGVYCNRTWDGWLCWNDVAA 

gga act gaa tea atg cag etc tgc cct gat tac ttt cag gac ttt gat cca tea gaa aaa 300 
81GTESKQ LC P D Y FQDFD PS EK 

gtt aca aag ate tgt gac eaa gat gga aac tgg ttt aga cat cca gca age aae aga aca 360 
101 V T K I C DQDGNWFRH PASNRT 

tgg aca aat tat ace eag tgt aat gtt aac acc cac gag aaa gtg aag act gca eta aat 420 
121WTNY TOCNVNTHEKVKTALN 

ttg ttt tac ctg acc aca att gga cac gga ttg tct att gea tea ctg ctt ate teg ctt 480 
141 L F Y L T I IGHGLSIASLLISL 

ggc ata ttc ttt tat ttc aag age eta agt tgc caa agg att acc tta cac aaa aat ctg 540 
16iGIFFYFKSLSCQRITLHKNL_ 

ttc ttc tea ctt gtt tgt aac tct gtt gta aca ate att cac etc act gca gtg gec aac 600 
181 F F S FVCNSVVT I I HLTAVAN 

aac cag gee tta gta gee aca aat cct gtt agt tgc aaa gtg tec cag ttc att cat ctt 660 
201 NQALVATN PVSCKVSQF I H L> 

tac ctg atg ggc tgt aat tac ttt tgg atg etc tgt gaa ggc act cac eta cac aca etc 720 
221YLMCCNY FWMLCEGI Y L H T L» 

att gtg gtg gee gtg ttt gca gag aag caa cat tta atg tgg tat tat ttt ctt ggc tgg 7 80 
241IVVAVFAEKOHLMWYYFLGW 

gga ctt cca ctg att cct get tgt ata cat gec att get aga age tta tat tac aat gac 840 
261CFPL. I PAC I HAIARSLYYND 

aat tgc tgg ate agt tct gat acc cat etc etc tac att ate cat ggc cca att tgt get 900 
281NCWI SS DTHLLY I IHGP1 CA 

get tta ctg gtg aat ctt ttt ttc ttg tta aat act gta egc gtt etc ate acc aag tta 960 
301ALLVNLFFLLKIVRVLITKL 

aaa gtt aca cac caa gcg gaa tec aat ctg tac acg aaa get gtg aga gec acc cct ate 1020 
321 K V T HOAESWLYMXAVRATL I 

ttg gtg cca ttg ctt ggc att gaa ttc gtg ccg act cca tgg cga cct gaa gga aag att 1080 
341 UVPLLGIEFVLIPWRPEGK1 

gca gag gag gta tat gac tac ate atg cac ate ctt atg cac ttc cag ggt ctt ttg gtc 1140 
361AEEVYDY I M H I LMHFQCLLV 

tct acc att ttc tgc ttc ttt aac gga gag gtt caa gca att ctg aga aga aac tgg aat 1200 
381 STI FCFFNCEVQAILRRNWN 

caa tac aaa ate caa ttt gga aac age ttt tec aac tea gaa get ctt cgt agt gcg tct 1260 
401 OY K I Q FG N S F S N S EALRS AS 

tac aca gtg tea aca acc agt gat ggt cca ggt tat agt cat gac tgt cct agt gaa cac 1320 
421 YTVST ISDCPGYSHDCPSEH 

tta aat gga aaa age ate cat gat att gaa aat get ccc tta aaa cca gaa aat tta tat 1380 
441LNGKS I HD I ENVLLKPENLY 

aat tga aaatagaaggatggt tgtcccactgtttggtgcttctcctaactcaaggacttggacccatgactctgtag 1457 
462 N END 

ccagaagactteaatattaaatgactttggggaatgtcataaagaagagccttcacatgaaattagtagtgtgttgata 1536 
agagcgtaacatccagetctatgtgggaaaaaagaaatec"tggtttgtaatgtttgtcagtaaatactcccactatgcc 1615 
tgatgtgaegctactaacctgacatcaccaagtgcggaattggagaaaagcacaatcaaettttctgagctggtgtaag 1694 
ccagttccagcacaccattgatgaattcaaacaaatggctgtaaaactaaacatacatgttgggcatgattetaccctt 1773 
attcsccccaagagacctagctaaggcctacaaacatgaagggaaaattagcttttagttttaaaactctttatcccat 1852 
ettgattggggcagttgacttttttcttctcccagagcgccgtagccctctttgtaactaccccctcaaacggacaata 1931 
ccagaagtgaattatccctgctggctttcttttctctatgaaaagcaactgagtacaattgttatgatctactcatttg 2010 
ctgacacatcagttatatcttgtggcatatccatcgtggaaactggatgaacaggatgtataatatgcaatettacttc 20B9 
tacaccatcaggaaaacatctcagtcgacgctdcaaaacacctcgCcaaccCcCCccCgtcttaccaaacagtgggagg 2168 
gaattcctagctgtaaatacaaatttLgcccttccatttctactgtataaacaaattagcaaccattttacataaagaa 22 47 
aatcaatgaaggatttcttattttctiggaattttgtaaaaagaaattgtgaaaaatgagcttgtaaatactccattat 2326 
ttcattttatagtctcaaatcaaaLacai.acaacctatgtaatttttaaagcaaatatataatgcaacaatgtgtgtat 2405 
gttaatatctgatactgtatctgggctgatttttta a^cjaaa atagagtctggaatgctaaaaaaaaaaaaaaaaa 2481 
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, Comparison of Human CGRP and 
Human Calcitonin Recegtor Amino Acid Sequences 

1 m£KKCTLYFLVL . . . LPFFMILVTAELEESPEDSIQLGVTkNKIMT 43 

: . . : I .11:1 !• : : : : ..-1.1.1:1. 

1 MRFTFTSRCL&LFLLLNH PTP I L PAF SNQTY P TI E PKPF L YVVGRKKMMD -50 

44 AQYECVQKIMQDPIQQAEGVYCNRTWDGWLCWNDVAAGTESMQLCPDYFQ 93 

fl1.il::: I ! I : H . 1 I I i N 1 Y i\ 1 i : I . : M . I 1 :1 fN I ^ 
Si AQYKCYD^IQQL?AYQGEGPVCWRTCuGVXCW3DI ?A3VLSYQ?Cr£V?r iOG 

* • * • 

94 DFDPSEKVTKICDQDGNV^RHPASNRT/mJYTQCNWTHEKVKTALNLFY 143 

[llllllfji.fi:.!. 1 K • I'll i - i I I It- I*: I. 

101 DFDPS EKVTKY CDEKG VWFKH P ENNRTWSNYTMCNAFTP EKLKNAYVLY Y 150 

144 LTIXGHGLSXASLLISLGIFFYFK SLSCQRITLH 177 

|.r:M:fI) .[:1fl!lt.:l: lT:IIJ:l^ 
151 LAIVGHSLSIFTLVISIjGIFVFFRKLTTIFPLNWKYRKALSLGCQRVlTLiH 200 

• I " ■■ " " 

178 KNLFFSFVCNSVVTIIHLTAVANNQALVATNPVSCKVSQFIHLYLMGCNY 227 
N : I. : . : : k.ll : I I I I L: I hz 1 : U I- 

201 KNMFLTY I LNSMI III HLVEWPNGELVRRDPVSCKI LHFFHQYMMACNY 250 
_„ . 

228 FV^LCEGI YLHTLIVVAVFAEKQHIiMWYYFLGWGF PLI PACI HAI ARSLY 277 

h h h i h n i n n M i . i- 1 1 : 'i . f n : n n f u : i - - r r 1 1 - 1 - : i 

251 FWMLC EG I YLHTL IWAVFTEKQRLRWY YLLGWGF PL VPTTI HAI TRAVY 300 

ill — — iv . 

278 YNDNCWI SSDTHLLY 1 1 HGP I CAALLVNIJFFLLNI WVLI TKLKVTHQAE 327 
zV\\\ 1:1 : HIHIUtl: K'llUUU: 1 k :-H:^ 

301 FNDNCWLSVETHLLYI I HGP VMAALVVNFF FLIJJI VRVXATT KMRETHEAE 3 50 

_ v - - 

328 SNLYMKAVRATLILVPLI/GI EFVLI PWRPEGKI AEEVYDYIMHILMHFQG 377 

l.-HHH.-f-hltil M-t r H H : M I I . . 1 : : . s i t I : I l* I : I U I- 
3 51 SHMYLKAVKATMILVPItLGI QFWF FWRPSNKMLGKI YDYVM HSLIHFQG 400 

- vi" - r 

373 LLVSTIFCFFNGEVQAILRRNWNQYKI QFGNSFSNSEALRSASYTVSTI S 427 

: : 1 . { I : I { I . I ll . . : : J . I . I : l M : . - . : : 111 

401 FFVATI YCFCNNEVQTTVKRQWAQFK I QWNQRWGRRP SNRS ARAAAAAAE 450 

— VII r- 

428 DGPGYSHDCPSEHLNGKS . IHDIENVLLKPENLYN* * 461 

.*! . . -i . \ , *1 : . . : : 1*. . : I * i : . : 
451 AGD I P IYI CHQEPRNE PANNQGEESAE 1 1 PLNI I EQESS A 490 
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Comparison of Human 
and Rat CGRP Receptor Amino Acid Sequences 

1 . KEKKCTLYFLVLLPFFMILVTAEXiEESPEBS I QLCVTRI^IftTAQ YEC Y 49 

llfrrUrM.II : ! I :. I I I!::::. : I H M U I I Ml U.U 
1 MMDKKCTLCFLFLIXLNMALIAAESEEG 49 

• ••»•• 
50 QKIMQDPIQQAEGVY CNRTWIXS^C^lIDVAAGTESMQIfC PDYFQDFDPSE 99 

II I ! i I i I II : I i : I 1 II I M M I II I I ! II I I I I I I : I II 1! I ! I ! ! \ \ 
50 QKIMQDPIQQGEGLYCNRTWDGWLCWNDVAAG'TESMQICPDyFQDFDPSE 99 

100 KVTKICDQIX;NWFRHPASNRTWTNYTQCNVNTHE^ 149 

i i i ii i it w 1 1 1 1 i i . i 1 1 1 1 i ii i i ! .mi 1 1 1 1 1 1 1 n II 1 1 1 

100 KVTKICDQDGNWFRHPDSNRTOTNYT^ 149 

■ • • • - 

150 GLSIASLLISLGIFFYFKSLSCQRITLHKNI^FS 199 

mui!:m mmimmimmmimmimiiimmmimm 

150 GLSIASLiI ISLI IFFYFKSLSCQRITIiHKNLFFSFVCNSIVTIIHLTAVA 199 

, _ r il : 

200 NNQALVATNPVSCKVS QF IHLY I^C^NYFWMLCEGI YI^TLI VVAVFAEK 249 

1 1 m til M i nil ti 1 1 1 1 1 liiinm i mi 1 1 1 1 mm i u i 

200 NNQALVATNPVSCKVSQF IHLYI^GCNYFWMLCEGI YLHTLIVVAVFAEK 249 
. . . rill r 

250 QHLMWYYFLGWGFPLI PACIHAIARSIiYYNDNCWISSDTHLLYI IHGPIC 299 
Ml II II I I II III I : I II I II I I ! I I I I M I I I I Ml I I II 1 1 I I 1 1 1 \ 

250 QHLiMWYYFLGWGFPLLPACIHAIARSLYYOTN^ IHGPIC 299 

— IV- . . r 

300 AALLVNLFFLLNIVRVLITKLKVTH 349 
M II I M M M M I I M M M I M I M 1 11 ! I 1 1 I M It M ! I M I M M 

300 AAIZiVNIaFFLLNIVRVLITKLK^ 349 

' V " . * — V! : 

350 VLIPWRPEGKIAEEVYDYIMHILMHFQGIJLVSTIFCFFNGEVQAILRRNW 399 

M : I I I I I I I : I II I M I : M M M : M I M M M M M M M I I II I M 
350 VLF PWRPEGKVAEEVYDYVMHI LMHYQGLLVSTI FCFFNGEVQAILRRNW 399 

. . -r-Vi! . 

400 NQYKIQFGNSFSNSEALRSASYTVSTISDGPGYSHIXrPSEHLNGKSIHDI 449 

M II M ! M : M : t : M M 1 M M I II M . . i I I 1 M U I 1 M M I i : M 
400 NQYKIQFGNGFSHSDALRSAS YTVSTI SDVQGYSHDCPTEHLNGKSI QDI 449 

« 

450 ENVLLKPENLYN. . . 461 

ill ll!l.:l: 
450 EWALKPEKMYDLVM 464 



